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Acetylcholinesterase Carboxylic acid hydrazides 
inhibition by phosphonofluoridate (eel), 3, 81 reaction with dialdehyde, 3,367 

Adenosine Carcinogens 
ribose moiety: reaction with periodate and hydroxamic acids, production, 3,361 

carboxylic acid hydrazides, 3,367 Cationic, long-chain esters 
Adenosine S-phosphate solvolysis, benzimidazole-containing polymer 

ribose moiety: reaction with periodate and catalysts, 3,35 
carboxylic acid hydrazides, 3,367 Cell-free preparation 

S-Adenosyl-L-methionine biosynthesis, 3,72 
enzymatic conversion to stipitatic acid, 3,377 Chlorination 

Amino groups sterically hindered, 3,66 
reactive; PK. dependence on pH, 3,260 Chlorophyll 
reactivities: pH dependence; protein concn, 3, Ring V reactions with amines, kinetics, 3,204 

249 N-Chloro-2,2,6,6,-tetramethylpiperidine 
Anionic, long-chain substrates chlorinations with, 3,66 

solvolysis, poly[5(6)-vinylbenzimidazole] cata- Chymotrypsin 
lyst, 3,16 general base catalysis, imidazole catalyst, 3,213 

Antibiotic Circular dichroism 
siccanin biosynthesis, 3,72 phenylalanine oligopeptides, 3,125 

Asparalsine Conformational analysis 
and glutamine exchange in proteins, prediction, cycle-tri[L-valyl-D-hexahydromandelyl], NMR 

3,311 spectra, 3,184 
ATP Conformational effects 

synthesis in oxidative phosphorylation, mech- poly[5(6)-vinylbenzimidazolelcatalyzed solvo- 
anism, 3,1 lysis, 3, 16 

Cot-tin 

B biogenesis, 3,229 
Cyclic AMP analogs 

Biogenesis synthesis and biological activity, 3,103 
corrin, 3,229 Cyclic phosphodiesterase 

Biological oxidations modified substrates (bovine heart), 3,103 
terminal, 3,66 Cycle-depsipeptide 

Biosynthesis synthesis and conformation, 3,184 
isoquinoline alkaloids and related compounds, Cyclohexaamylose 

3,430 substitution by N-methylhydroxamic acid, 3, 
models for enzymes of alkaloid, 3,398 324 
patulm, 3,281 Cyclohexaamylose - N - methylacetohydroxamic 
polyketides, 3,238 acid 
siccanin, 3,72 reactivity 

4,4’-Bis-dimethylaminodiphenylcarbinol compared to cyclohexaamylose, 3,324 
reaction with protein sulfhydryl, 3,163 compared to N-methylmethoxyacetohydrox- 

Bisul6te amic acid, 3,324 
addition to 5-fluorouracil, kinetics, 3,221 Cycle-tri[L-valyl-n-hexahydromandelyl] 

synthesis and conformation, 3,184 
’ Boldface number indicates volume; lightface Cysteine 

number indicates pagination. catalyst : iodouracil dehalogenation, 3,154 
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D 

Dehalogenation 
iodouracil, cysteine catalyst, 3, 154 

Dehydrogenases 
Penicillium patulum, 3, 281 

Deoxyribonucleic acid 
right-handed helix; minor groove binding, 3, 

91 
Dialdehyde 

reaction with carboxylic acid hydrazides, 3,367 
Dilution 

values, biosynthetic, 3,386 
Dioxygenase 

Penicilliumpatulum, 3,281 
Dissymmetric recognition 

helical sense of DNA, 3,91 

E 

Enrichment factor 
isotope assay, 3,386 

Enzymatic stereospecificity 
NAD+ analog reduction, 3,141 

Enzyme 
activity, pH, 3,249 
model, cyclohexaamylose-N-methylacetohy- 

droxamic acid, 3,324 
regulation by orientation, 3,176 

Esterolytic reactions 
cationic, long-chain esters, benzimidazole-con- 

taining polymer catalysts, 3,35 

F 

5-Fluorouracil 
bisulfite addition, kinetics, 3,221 

Free radicals 
reactions with iron porphyrins, 3,343 

G 

Gastrointestinal hormones 
molecular architecture, 3,133 

General acid catalysis 
intramolecular: cysteine addition to 5-iodoura- 

cil, 3, 154 
General base catalysis 

in chymotrypsin, imidazole catalyst, 3,213 
General catalysis 

bisuKte addition to 5-fluorouracil, 3,221 
Gentisaldehyde-patulin 

cell-free system, 3,281 
Guanidine hydrochloride 

effect on apparent molar absorption coeffici- 
ent, 3,163 

H 

Hydrogen-deuterium 
exchange, isobutyramide: rate constants, acti- 

vation energy, 3,3 11 
Hydrolysis 

N,O-Diacetylserinamide: model for general 
base catalysis in chymotrypsin, 3,213 

Hydroxamic acids 
carcinogenic, production mechanism, 3,361 

a-Hydroxyethylthiamine 
reaction with nitrosobenzene, mechanism, 3, 

361 

I 

Imidazole 
catalyst, general base catalysis in chymotrypsin, 

3,213 
Incorporation 

values, biosynthetic, 3,386 
Indole alkaloids 

biogenetic synthesis, 3,398 
Inhibition 

6-methylsalicylic acid synthase by acetylenic 
compounds, 3,238 

Interfaces 
enzyme orientation at, 3,176 

Intermediate formation 
p-nitrophenyl N-(bromoacetyl) anthranilate 

hydrolysis, 3, 55 
Intramolecular amide participation 

ester hydrolysis in, 3,55 
Isobutylamine 

reaction chlorophylls and pheophytins, 3,204 
Isobutyramide 

hydrogen-deuterium exchange in 1 :l DPO: 
dioxane, 3,311 

Isomerization 
d-tram: oleic acid, thiol catalyzed, 3, 302 

Isoquinoline alkaloids 
biogenetic synthesis, 3,430 

M 

Mass spectrometry 
isotope assay, 3,386 

2-Mercaptoethylamine 
oleic acid CL-tram isomerization catalyst, 3, 

302 
Methylation 

role in tropolone biosynthesis, 3,377 
6-Methylsalicylic acid synthase 

purification and inhibition, 3,238 
trans-y-Monocyclofarnesol 

in siccanin biosynthesis, 3,72 
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Multistep pathway 
bisulfite addition to FLfluorouracil, 3,221 

N 

NADH analogs 
acid rearrangement, 3,141 

Natural abundance 
correction procedures, isotope assay, 3,386 

Ninhydrin reaction 
mechanism, 3,267 

p-Nitrophenyl N-(bromoacetyl) anthranilate 
hydrolysis, 3, 55 

Nitrosobenzene 
reaction with a-hydroxyethylthiamine, mech- 

anism, 3,361 
Nitroso compounds 

carcinogens from, 3,361 
Nuclear magnetic resonance 

cycle-tri[L-valyl-o-hexahydromandelyl], 3, 184 

Polymers 
benzimidazole-containing, catalysts: ‘cationic, 

long-chain eater solvolysis, 3,35 
Poly[5(6)-vinylbenzimidazole] 

catalyst : anionic, long-chain substrate solvo- 
lysis, 3, 16 

Porphyrin 
iron complexes: oxidation-reduction with free 

radicals, 3,343 
Propylamine 

reaction with chlorophylls and pheophytins, 3, 
204 

Protein 
ninhydrin reaction, 3,267 

Protein kinase 
activation by cyclic AMP analogs (bovine 

muscle), 3, 103 
Protein sulfhydryl 

reaction with 4,4’-bis-dimethylaminodiphenyl- 
carbinol, 3,163 

0 

Oleic acid 
micelles : cistrans isomerization, 3,302 

Optical rotary dispersion spectra 
vasoactive intestinal peptide, 3,133 

Oxidative phosphorylation 
ATP synthesis in (mechanism), 3,1 

P 

Proton magnetic resonance 
conformational analysis: cyclotetrahydropyri- 

dine ring, 3,141 

R 

Reactivation resistant 
eel acetylcholinesterase, 3,81 

Redox reactions 
octaethylporphyrin, iron complexes with radi- 

cals 3,343 

Patulin 
biosynthesis, 3,281 

Penicillium patulum 
dehydrogenase and dioxygenase enzymes, 3, 

281 
Penicillium stipitatum 

cell-free extract biosynthesizing tropolones, 3, 
377 

Periodate 
oxidation of ribose moiety in adenosine or 

adenosine 5’-phosphate, 3,367 
Phenylalanine oligopeptides 

circular dichroism: b-associated structures, 3, 
125 

synthesis, optical purity, uv spectra, 3,114 
Pheophytins 

Ring V reactions with amines, kinetics, 3, 204 
Phosphonoflouridate] 

eel acetylcholinesterase inhibition, 3,81 
Polarimetry 

phenylalanine oligopeptides, 3,114 
Polyketides 

biosynthesis, 3,238 

Reporter molecules 
DNA, selective interaction, 3,91 

Ribonuclease A 
amino group reactivities, PK., 3,249 
graded trinitrophenylation, 3,260 

Ruhemann’s purple 
formation in ninhydrin reaction, pK, 3,267 

S 

Siccanin 
antibiotic : Heltnenthosporium siccans biosyn- 

thesis, 3,72 
Siccanochromens 

in siccanin biosynthesis, 3,72 
Smooth muscle relaxation 

by vasoactive intestinal peptide, norleucine 
analog, 3,320 

Solvolysis 
anionic, long-chain substrates, poly[5(6)-vinyl- 

benzimidazole] catalyst, 3,16 
cationic, long-chain esters, benzimidazole-con- 

taming polymer catalysts, 3, 35 
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Stipitatic acid 
cell-free synthesis, 3, 377 

Stoichiometry 
nonideal: Ruhemarm’s purple formation in 

ninhydrin reaction, 3,267 
Substrate binding sites 

enzyme activity regulation, 3,176 
Synthesis 

active ester: vasoactive intestinal peptide, nor- 
leucine analog, 3,320 

ATP in oxidative phosphorylation, mechanism, 
391 

cyclic AMP analogs, 3,103 
cycle-tri[L-valyl-o-hexahydromandelyl], 3, 184 
phenylalanine oligopeptides, 3,114 

T 
Tropolones 

biosynthesis in Penicillium stipitatuin, 3,377 

U 

Ultraviolet spectra 
phenylalanine oligopeptides, 3,114 

Unsaturated fatty acid 
isomerixation, oleic acid, 3,302 

V 

Vasoactive intestinal peptide 
conformation, ORD spectra, 3,133 
interaction with receptors, 3,133 
norleucine analog: synthesis, 3,320 


